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Characterization of viral-RNA and host protein
Interactions
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Multi-Wavelength AUC Sedimentation Velocity analysis
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Preparation of WNV stem loop RNA, and

hTIAR
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* RNA produced through
transcription of
amplified PCR product
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hTIAR was purified through over expression
followed by ammonium sulfate precipitation
Chromatogram of S200 shows hTIAR purity
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MWL-SV decomposition of hTIAR:WNV
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Sedimentation determinatio
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n of hTIAR:WNYV Interaction
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Red: hTIAR
Blue: WNV
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Stoichiometry of hTIAR:WNV Interaction

Summary

hTIAR RNA hTIAR:RNA
3:1 6:1 10:1
sedimentation coefficient (x 10-13s) 2.45 3.87 6.43 7.69 8.78
measured molar ratio n/a n/a 1.63 4.25 4.3
predicted par. specific volume 0.728 mL/g 0.550 mL/g 0.672 mL/g 0.701 mL/g 0.701 mL/g
predicted molar mass 31.9 kDa 23.7 kDa 75.7 kDa 159.3 kDa 160.9 kDa
measured molar mass 31.9 kDa 22.9 kDa N/D N/D 152.7 kDa

Repurposed from (Zhang et al., 2017)
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Key Points

s

« MWL-AUC SV is a high-quality technique for identifying
protein-RNA interactions

« MWL-AUC SV Allows for determination of stoichiometry of
Interactions as well as determining if higher order complex
formation occurs
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